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MRSA, PISP, PRSP, BLNAR, ESBL, AmpC, ESBL+AmpC, MDRP, MBL
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el [VIRSA 296 328 259 265 288 244 210
e P|SP 217 25.5 30.0 228 16.0 305 228
sl PRSP 98 131 33 6.6 151 53 15.8
e BLNAR 374 41.6 237 316 286 225 318

E.coli ESBL 131 123 134 81 12.8 135 116
== £ coli AmpC 0.5 20 0.0 0.0 0.0 0.2 0.2
sl Ecoli ESBL+AMPC 0.3 04 16 0.5 0.0 0.0 0.0
s | pneumoniae ESBL 2.1 0.0 45 5.3 6.4 24 18
e K|. pneum oniae AmpC 28 0.0 0.8 0.0 18 7.2 54
=== | pneumoniae ESBL+AmpC 14 0.8 0.0 0.0 0.0 0.0 0.0
@ (|, oxytoca ESBL 5.6 3.2 7.1 7.3 2.9 5.0 5.2
e (| Oxytoca AmpC 0.0 0.0 0.0 0.0 0.0 0.0 0.0
== K. oxytoca ESBL+AmpC 0.0 0.0 0.0 0.0 0.0 0.0 0.0
@ Pr. mirabilis ESBL 65.6 51.0 60.5 63.8 49.0 48.7 444
e Ps.aeruginosa MDRP 2.8 16 04 21 0.0 19 0.0
==@=Ds.aeruginosa MDRP MBL 0.0 0.0 0.0 0.0 0.0 0.0 0.0
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MRSA  AFI)UMEEBRITRDERE

ESBL Extended—spectrum 3 —lactamaseEE4£H

AmpC AmpC- B -lactamase EEAH

MDRP  ZHIM4EAREEE (IPM, AMK, LVFX®D3ZEHZittE)
MBL Metallo- 8 —lactamase EE AL B

PISP RV R EE MM A EKE

PRSP  R=J UMt RERE

BLNAR B -lactamasefEtE 7 ELUMMEAVTILIUHHE



