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MRSA. PISP. PRSP, BLNAR. ESBL. AmpC. ESBL+AmpC. MDRP. MBL
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== \RSA 32.8 259 26.5 28.8 244 21.0 22.0
il PSP 25.5 30.0 22.8 16.0 30.5 22.8 298
iy PRSP 13.1 3.3 6.6 15.1 5.3 15.8 11.9
=== BLNAR 41.6 23.7 31.6 28.6 225 31.8 11.3

E.coli ESBL 12.3 134 8.1 12.8 135 116 77
s £ coli AMpC 2.0 0.0 0.0 0.0 0.2 0.2 04
e coli ESBL+AMpC 0.4 1.6 0.5 0.0 0.0 0.0 0.0
e=@e=K|.pneumoniae ESBL 0.0 4.5 5.3 6.4 24 1.8 3.0
e K|.pneumoniae AmpC 0.0 0.8 0.0 1.8 7.2 54 0.8
==@==K|.pneumoniae ESBL+AmpC 0.8 0.0 0.0 0.0 0.0 0.0 0.0
e K| oxytoca ESBL 3.2 7.1 7.3 29 5.0 5.2 4.1
== K|.oxytoca AmpC 0.0 0.0 0.0 0.0 0.0 0.0 0.0
====K|.oxytoca ESBL+AmpC 0.0 0.0 0.0 0.0 0.0 0.0 0.0
e Pr.mirabilis ESBL 51.0 60.5 63.8 49.0 48.7 44.4 40.9
e Ps.aeruginosa MDRP 1.6 0.4 21 0.0 1.9 0.0 0.5
==@==Ds_aeruginosa MDRP MBL 0.0 0.0 0.0 0.0 0.0 0.0 0.0
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MRSA  AFIYUMHEHEBEIFIEKE

ESBL Extended—spectrum 3 —lactamaseEE4£H

AmpC AmpC- B -lactamase EEAH

MDRP  ZHIM4EAREEE (IPM, AMK, LVFX®D3ZEHZittE)
MBL Metallo- 8 —lactamase EE AL B

PISP RV R EE MM A EKE

PRSP  R=J UMt RERE

BLNAR B -lactamasefEtE 7 ELUMMEAVTILIUHHE



